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SUPPLEMENTARY INFORMATION

Environmental Controls of Oyster-pathogenic Vibrio spp. in Oregon Estuaries and a Shellfish
Hatchery

Mary R. Gradoville, Byron C. Crump, Claudia C. Hése, and Angelicque E. White
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Figure S1: Rarefaction curves for all samples sequenced in this study. Curves are based on
Vibrio spp. OTUs clustered at 97% nucleotide identity, and were produced using the vegan
rarecurve function (http://CRAN.R- project.org/package=vegan). All samples were subsampled

to 7145 sequences (vertical line).
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Figure S2: Maximum likelihood phylogenetic tree depicting Vibrionaceae 16S rRNA gene
sequences from this study. A representative sequence from OTUs containing >100 sequences in
the rarefied dataset (>98% of total rarefied sequences) and sequences from 134 Vibrionaceae
isolates are displayed on the tree. The right panel shows a section of the tree which includes the
13 OTUs classified as V. coralliilyticus. Bootstrap values (100 replicates) of >50% are
represented with size-proportional violet circles. Nodes containing OTUs only and no reference
sequences were collapsed. The tree was produced using the Interactive Tree of Life

(http://itol.embl.de/).
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Relative abundances of dominant Vibrio spp. OTUs across all DNA samples. The 19

Figure S3

24

most abundant OTUs are depicted, representing >65% of total sequences from the rarefied

25



26  dataset. Note that OTUs identified as V. coralliilyticus also clustered with V. neptunius and V.

27  neresis, and that OTUs identified as V. ponticus also clustered with V. alfacsensis.

28
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Figure S4: Average percentage of total Vibrio spp. classified as putative pathogens from the

different types of DNA collected in 2014 and 2015.
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Figure S5: DNA-normalized concentrations of V. coralliilyticus (A) and total Vibrio spp. (B).
Letters above each panel note statistical significance, where different letters signify significant
differences in log-transformed means within a panel (Tukey HSD p < 0.05), and categories with
the same letter are not statistically different from one another. Boxplots represent medians as
thick horizontal lines, 25-75% quantiles as boxes, the smallest and largest values (at most 1.5

times the inter-quartile range) as whiskers, and outliers as dots.
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41
42 Figure S6: Concentrations of Vibrio spp. and V. coralliilyticus (cells mL™") along with

43 physicochemical parameters (temperature, °C; salinity, PSU) from seawater sampled from the

44  Netarts WCSH intake pipe during summer 2015. Concentrations of total heterotrophic bacteria



45  (cells mL™") and tidal height are presented for two intensive sampling periods (A, B) from the
46  time series (C). Shaded columns in A and B represent night time.

47
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Figure S7: V. coralliilyticus concentrations in Netarts tidal flat seawater samples. Stations were
sampled during low tide from ~07:00—09:00 on 15 July, 30 July, and 29 August 2015. Circles
represent individual samples; dark bars represent averages. Letters represent sampling stations.

See Fig. 1 for locations of sampling stations.



F169 binding site 680R binding site

1.F169 / 680R (reverse complement) TTTC
2. Alivbrio_finisterrensis strain CECT 7228 (EUS41604.1) GGATAACTA TTGGAAACGATH CTGTAGAGGGGGGTAGAA TTTC
X _fisheri_(ATCC_7744T)_(X74702.1) GGATAACTA TTGGAAACGATH CTGTAGAGGGGGGTAGAA TTTC
sifi in:_H1-1 (AB464964.1) GGATAACTA TTGGAAACGA CTGTAGAGGGGGGTAGAA TTTC

5 Aliivibrio_wodanis_strain_NVi_88/441T_( (AJ132227 1 GGATAACTA TTGGAAACGA’ CTGTAGAGGGGGGTAGAA TTTC
6. Alliivibrio_ _logei_strain NC\MB 2252 _(AJ437616.1) GGATAACTA TTGGAAACGA’ CTGTAGAGGGGGGTAGAA TTTC
7. Alliivibrio_: salmonicida_ ._gamma_subclass_ (NCMB 2262)_(X70643.1) GGATAACTA TTGGAAACGATH CTGTAGAGGGGGGTAGAA NNNN
8. Enterovibrio_coralii_strain_LMG_22228T (AJ842343.1) GGATAACHG TTGGAAACGAMN MTGTAGAGGGGGGTAGAA TTTC
9. Enterovibrio_nigricans_type_strain DAL 1-1-5T_( (AM942722 1 GGATAACHG TTGGAAACGARN MTGTAGAGGGGGGTAGAA TTTC
10. Enterovibrio_norvegicus_strain_LMG_19839_(Aj316208.1 GGATAACHG TTGGAAACG GTAGAGGGGGGTAGAA TTTC
11. Grimontia_hollisae_type_strain_LMG_17719_(A]514909. 1) GGATAACCA BTGGAAACGGTG GTAGAGGGGGGTAGAA TTTC
12. P.damsela_subsp._piscicida_(X78105.1) GGATAACTA TTGGAAACGATH MTGTAGAGGGGGGTAGAA TTTC
13. Photobacterium_aphoticum_strain_CECT_7614_(FN796493.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
14. Photobacterium, ap\yslae strain, CMDSQQ )_(AY781193.1) GGATAACTA TTGGAAACGATE ITGTAGAGGGGGGTAGAA TTTC
15. Photobacterium_aquimaris_strain:_LC2-065_(AB428873.1) GGATAACTA TTGGAAACGATH ITGTAGAGGGGGGTAGAA TTTC
16. Photobacterium_atrarenae_strain_| M3-: 4 _(HM452945.2) GGATAACCA TTGGAAACGATG ITGTAGAGGGGGGTAGAA TTTC
17. Photobacterium_damselae subsp._damselae_(AB032015.1) GGATAACTA TTGGAAACGATH TGTAGAGGGGGGTAGAA TTTC
18. Photobacterium_frigidiphilum_strain_SL13_(AY538749.1) GGATAACTA TTGGAAACGATA TGTAGAGGGGGGTAGAA TTTC
19. P e _Gung47_(GQ260188.1) GGATAACCA TTGGAAACGATG TGTAGAGGGGGGTAGAA TTTC
20. P ium_ _strain_FR1311_(AY960847.2) GGATAACCA TTGGAAACGATG MTGTAGAGGGGGGTAGAA TTTC
21 P ium_| strain_MACLOT_(AY551089.1) GGATAACCA TTGGAAACGATG MTGTAGAGGGGGGTAGAA TTTC
22,7 _strain_ ATCC_51760_(AY643710.1) GGATAACTA TTGGAAACGATH ITGTAGAGGGGGGTAGAA TTTC
23. Photobacterium. |nd|(um (ABDI&QBZ 1) GGATAACTA TTGGAAACGATHE ITGTAGAGGGGGGTAGAA TTTC
24. thoba(tenumJeann strain_R-40508. (CUBGSZIB 1) GGATAACCA TTGGAAACGATG ITGTAGAGGGGGGTAGAA TTTC
25. Photobacterium_kishitanii stram _pjapo.1.1 (AY341439.1) GGATAACTA TTGGAAACGATI ITGTAGAGGGGGGTAGAA TTTC
26. Photobacterium_leiognat athi_ i_(ATCC_: 255211’) (X74686.1) GGATAACTA TTGGAAACGA ITGTAGAGGGGGGTAGAA TTTC
27. Photobacterium_lipolyticum_(AY554009.1; GGATAACTA TTGGAAACGATH TGTAGAGGGGGGTAGAA TTTC
28. Photobacterium_lutimaris_strain_DF-42. (DQ534014 1 GGATAACCA TTGGAAACGATG TGTAGAGGGGGGTAGAA TTTC
29. Photobacterium _rosenbergii_strain_LMG_22223T_(A]842344.1) GGATAACCA TTGGAAACGATG MTGTAGAGGGGGGTAGAA TTTC
Photobacterium_swingsii_strain_CAIM_1393_(GQ386822.1) GGATAACTA TTGGAAACGATA GTAGAGGGGGGTAGAA TTTC

Y PHR16SRD1_Photobacterium_angustum_(D25307.1) GGATAACTA TTGGAAACGA CTGTAGAGGGGGGTAGAA TTTC
32. PHR16SRD4_| |_Photobacterium_phosphoreum_(D25310.1) GGATAACTA TTGGAAACGA’ ITGTAGAGGGGGGTAGAA TTTC

33. Salinivibrio_costicola _subsp. alcaliphilus_isolate_18AG (AJ640132.1) GGATAACCG TTGGAAACG ITGTAGAGGGGGGTAGAA TTTC
34. Salinivibrio_costicola_subsp._costicola_(ATCC_35508T) (X74699.1) GGATAACCG TTGGAAACGAMG ITGTAGAGGGGGGTAGAA TTTC
5. Salinivibrio_costicola_subsp._vallismortis_(AF057016.1) GGATAACCG TTGGAAACGANG TGTAGAGGGGGGTAGAA TTTC
. Salinivibrio_proteolyticus_strain_AF-2004_(DQ092443.1) GGATAACCG TTGGAAACGANG TGTAGAGGGGGGTAGAA TTTC
. Salinivibrio_sharmensis_type_strain_BAGT_(AM279734.1) GGATAACCG TTGGAAAC TGTAGAGGGGGGTAGAA TTTC
. Salinivibrio_siamensis_(AB285018.1) GGATAACCG TTGGAAACGANG TGTAGAGGGGGGTAGAA TTTC
9. V._aerogenes_(AF124055.3) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
aestuarianus_subsp. "francensis’_strain_02/041 (AJ845017.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
_agarivorans Sirain 2891, CECT S0ST (A310647.1) GGATAACTA TTGGAAACGATA CTGTAGAGGGGGGTAGAA TTTC
_alfacsensis_strain CAIM 1831 _(F316! GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
B_6 (AM235737 1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
_areninigrae_: straan74 (EU 4336 GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
_artabrorum_strain_LMG_23865 (EF599154 1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
Zatlanticus_strain_LMG_24300_(EF599163.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
7. V. atypicus_strain_HHS02_(F009624.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
48. V. azureus _strain_LC2-005_(=_NBRC_104587)_(AB428897.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
9. V._breoganii_strain_LMG_23858 (EF599161.2) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
_calviensis_strain_RE35F/12_ (AFllBOZl 1) GGATAACKG TTGGAAACGARN MTGTAGAGGGGGGTAGAA TTTC
_caribbeanicus_ATCC BAA- 2122 _(GU223601.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
s 4539 _(FJ96: 1) GGATABCAG TTGGAAACGARE CTGTAGAGGGGGGTAGAA TTTC
. 23850 (EF599162 1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
_chagasil_strain_| L 3712_(A316199.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
._comitans_strain_GHG2-1_(DQ922915.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
_communis_strain_R-40496. (cuo7se7z 1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
corallilyticus_type_strain_LMG_20984_(AJ440005.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
_crassostreae_strain_CAIM_1405_(EF094887.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
cyclitrophicus_type_strain_LMG_ 21359T (AM162656.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
_diabolicus_165_ribosomal_ RNA ,X99762.2) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
ezurae_strain_HDS1-1 (AY. 1) GGATAACTA TTGGAAACGATE CTGTAGAGGGGGGTAGAA TTTC
_fortis_type_strain_LMG_. 21557'r (AJ514916 1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
_gallaecicus_strain_CECT_7244 _(EU541605.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
7ga|\icusis(rainic\P71078537(AY257972417 GGATAACTA TTGGAAACGATA CTGTAGAGGGGGGTAGAA TTTC
_gigantis_strain_CAIM_25_(EFO GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
Zhalioticoli_strain: AM14596 (ABOOO390 2) GGATAACTA TTGGAAACGATHA CTGTAGAGGGGGGTAGAA TTTC
67. V._harveyi_strain_NCIMB1280T_(AY750575.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
ea.. _hepatarius_type_strain_LMG_20362T. (Ay335063.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
hippocampi_type_strain_BFLP-4T_(FN421434.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
hispanicus_strain_LMG 13240 clone_2_(AY254040.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
ichthyoenteri_strain_DSM_14397T_(AJ421445.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
nhibens_type_strain_BFLP- 101' (FN687911.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
73. V.Cinusitatus_: s(ram _RW14_(DQ922920.1) GGATAACTA TTGGAAACGATA CTGTAGAGGGGGGTAGAA TTTC
74. VJasmda strain:_TCFB_0772_(AB562589.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
5.V, kanaloae_type_strain_LMG_20539T_(AM162657.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
. V._lentus_strain_40M4T, CECT SLL0T wznesl 1 GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TT
litoralis_strain_ MANG22D_(DQ09 GGATABCEG TTGGAAACGARN CTGTAGAGGGGGGTAGAARTTTC
_mangrovi_strain_MSSRF3§. (Eu144014 1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
_marisflavi_CECT_7928_strain WH134 (FJB47833 1 GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
_maritimus_strain_R-40493_(GU929! GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
_neonatus_strain_HDD3-1 (AV426979 2) GGATAACTA TTGGAAACGATA CTGTAGAGGGGGGTAGAA TTTC
_neptunius_strain_LMG_20536_(A1316171.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
—owensii_CAIM_1854_=_LMG_25443_strain_DY05_(GU018180.2) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
] _clone_Vp23_ X GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
_pasinii_strain_LMG_19999_(AJ316194.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
_pectenicida_(Y13830.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
_pelagius_ strain CECT 42027 (293802.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
pen n_DSM_14398T (AJ421444.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
_planusponsm_snmn_Mserso_(cQ352541.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
_pomeroyi_type_strain_LMG_20537T_(A}491290.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
_ponticus_type_strain CECT 5869T (AJ630103.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
_porteresiae_strain_MSSRF30_(EF488079.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTEC
_rarus_strain_RW22_(DQ914239.1) GGATAACTA TTGGAAACGATA CTGTAGAGGGGGGTAGAA TTTC
_rhizosphaerae_strain_MSSRF3_(DQ847123.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
_rotiferatus_type_strain_LMG_21460T_(A316187.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
ruber_(AF462458.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
rumoiensis_complete_sequence_(AB013297.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
sagamiensis_strain:_[C2-047_(AB428909.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
sinaloensis_strain_CAIM_797 (DQ451211.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
sp._cn83_(EU082035.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
._sp._LMG_20546_strain_LMG_20546_(A)316172.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
splendidus_strain_LMG_4042, clone_b_(AJ515230.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
stylophorae strain KTW- 12 (GQ281380.1) GGATAACCA TTGGAAACGATG MTGTAGAGGGGGGTAGAA TTTC
supersteu n_G3-29_(AY155585.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
tasmaniensls_strain LMG 20012 (AJ316192.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
X GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
9. V._zhanjiangensis_strain_E414_(F931139.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
110. V.aestuarianus_(ATCC_35048T)_(X74689.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
111. V.alginolyticus_16S_ribosomal_RNA_(X56576.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
112. V.campbellii_165_ribosomal_RNA_(X56575.1) GGATAACCABTTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
113. V.cholerae (CECT 514 T)_(X76337.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
114. V.cincinnatiensis (ATCC_35912T) (X74698.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
115. V.diazotrophicus_(ATCC_33466T)_(X74701.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
116. V.fluvialis (NCTC_11327_T) (X76335 1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
117. V.furnissii_(ATCC_35016_T)_(X7 GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
118. v.gazogenes_(ATCC_29988T). (><74705 1; GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
119. V.mediterranei 103203T)_(X74710.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
120. V.metschnikovii, (CIP 69.14T)_(X74711.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
121. V.mimicus_(ATCC_33653T)_(X74713.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
122. V.mytili_165_ribosomal RNA (x99761.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
123. V.natriegens_(ATCC_14048T)_(X74714.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
124. V.navarrensis_(CIP_103381T) ( (x74715 1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
125. V.nereis_(ATCC_25917T)_(X74716. GGATAACCA TTGGAAACGATG CTGTAGAGGGNGGTAGAA TTTC
126. V.nigripulchritudo_(ATCC_27043T)_ (><74717 D GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
127. V.ordalii_(ATCC_: 335091) 74718, 1 GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
128. V.orientalis_(ATCC_33934T) (X74 GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
129.Vpro(eo|y(lcu$ (ATCC 15338T)_( (X747Z3 1 GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
130. V.tapetis_(YO: 1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
131. V.tubiashi (ATCC 19109T)_(X74725.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
132. V.vulnificus_(ATCC_27562_T)_(X76333.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC
133. VIB16SRRG_Photobacterium_profundum_strain:_DS}4_(D21226.1) GGATAACTA TTGGAAACGATA WTGTAGAGGGGGGTAGAA TTTC
55 134. VSU46579_V._scophthalmi_(U46579.1) GGATAACCA TTGGAAACGATG CTGTAGAGGGGGGTAGAA TTTC

56

Nucleotide alignment showing mismatches between the 16S rRNA gene sequences
57  of 133 publically available Vibrionaceae species and the binding sites of the Vibrio-specific

58  sequencing primers used in this study (row 1).



59

60

61

62

63

Table S1: Ranges of physical, chemical and biological conditions of seawater sampled over the summer 2015 sampling period for

Netarts Bay and Yaquina Bay, and over the depth profiles for coastal stations. ND indicates no data available.

Location Sampling Temp Sal N+N POy Pco2 Chl a N wind
time period ©C) (PSU)  (umol L") (umolL')  (uatm) (g L) (N m?)
Netarts Mav — S
WCSH YO 112 213 304-335  0-42 0.5-47  245-940 1.77-102  —0.080.05
. 2015
intake SW
Netarts tidal Jul — Aug
ot W 2013 14.9-20.5 ND 0-2.4 0.8- 6.6 ND 22-207  —0.07-022
. Jul — Sep
Yaquina SW 013 108-168 31.8-33.7 0 -64 07-17 ND 237-6.19  —0.04-0.02
COI?I?II(?R Oct2014  85-149 333-335 02-261 05-23  301-887 1.0-7.1 0
Coastal OR
CEO405 Oct2014  54-160 323-341 02-40.6 03-3.0  331-944 0.01-1.46 0.04
CO*}\SItIf‘IlSOR Sep2015  92-11.6 32.9-336 0.1-82  0.7-18 ND 0.37-7.91 0.01
C"Iffl?zl SOR Sep2015  77-144 323-339  0-123  04-22 ND 0.06 - 0.98 0.03



64  Table S2: Indicator phylotypes identificated by an indicator species analysis. Only statistically
65  significant (p < 0.05) phylotypes are presented. OTUs clustering with V. coralliilyticus (Fig. S2)
66  are shown in bold.

67
OTU Group Indicator value  p-value

OTU_2359 WCSH Tank 0.954 0.001
OTU_1781 WCSH Tank 0.882 0.001
OTU_1541 WCSH Tank 0.878 0.001
OTU_2227 WCSH Tank 0.864 0.001
OTU_1681 WCSH Tank 0.863 0.001
OTU 2112 WCSH Tank 0.847 0.001
OTU_2358 WCSH Tank 0.820 0.001
OTU_2352 WCSH Tank 0.813 0.001
OTU_1925 WCSH Tank 0.719 0.001

OTU_34 WCSH Tank 0.657 0.001
OTU_2289 WCSH Tank 0.655 0.001
OTU 1721 WCSH Tank 0.627 0.001
OTU_2230 WCSH Tank 0.612 0.001
OTU 2134 WCSH Tank 0.605 0.001
OTU_1738 WCSH Tank 0.586 0.001
OTU_1382 WCSH Tank 0.557 0.001
OTU_2178 WCSH Tank 0.553 0.001
OTU 1181 WCSH Tank 0.547 0.001
OTU_1497 WCSH Tank 0.547 0.001
OTU 2242 WCSH Tank 0.544 0.004
OTU_1706 WCSH Tank 0.520 0.001
OTU_1088 WCSH Tank 0.515 0.002
OTU_1805 WCSH Tank 0.506 0.001
OTU 115 WCSH Tank 0.489 0.001
OTU_1708 WCSH Tank 0.474 0.001
OTU_2303 WCSH Tank 0.472 0.002
OTU_370 WCSH Tank 0.452 0.001
OTU_2186 WCSH Tank 0.451 0.001
OTU 311 WCSH Tank 0.410 0.004
OTU_2377 WCSH Tank 0.376 0.005
OTU_1601 WCSH Tank 0.343 0.015
OTU_2153 WCSH Tank 0.340 0.014
OTU_2268 WCSH Tank 0.327 0.021
OTU_1006 WCSH Tank 0.327 0.006
OTU_1910 WCSH Tank 0.306 0.001
OTU_660 WCSH Tank 0.288 0.012
OTU 2002 WCSH Tank 0.287 0.003
OTU_765 WCSH Tank 0.273 0.005
OTU 1499 WCSH Tank 0.273 0.006
OTU_1040 WCSH Tank 0.272 0.031
OTU_2386 WCSH Tank 0.232 0.03
OTU_1687 Coastal SW 0.850 0.001

OTU_2101 Coastal SW 0.831 0.001



OTU 111
OTU 2167
OTU 444
OTU_1170
OTU 2263
OTU 2285
OTU 1993
OTU 842
OTU 1528
OTU 4
OTU 172
OTU_1099
OTU_2040
OTU 2291
OTU_1866
OTU 32
OTU 603
OTU 1301
OTU 2037
OTU 76
OTU_1784
OTU 2121
OTU_109
OTU 2195
OTU_1602
OTU 2034
OTU 83
OTU 2402
OTU 570
OTU 1982
OTU 1991
OTU 2331
OTU 1141
OTU 964
OTU 1442
OTU_80
OTU_1051
OTU 1748
OTU 2314
OTU_1470
OTU 492
OTU 791
OTU 1353
OTU_1684
OTU 613
OTU 341
OTU 1128
OTU 264
OTU 66

Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW
Coastal SW

0.768
0.747
0.742
0.621
0.617
0.610
0.607
0.603
0.590
0.545
0.520
0.508
0.467
0.467
0.453
0.452
0.448
0.446
0.425
0.399
0.384
0.381
0.374
0.343
0.335
0.326
0.324
0.322
0.317
0.309
0.295
0.291
0.283
0.281
0.273
0.270
0.267
0.263
0.256
0.249
0.243
0.242
0.227
0.215
0.206
0.202
0.202
0.200
0.191

0.001
0.001
0.001
0.001
0.001
0.001
0.001
0.001
0.001
0.001
0.011
0.001
0.001
0.001
0.001
0.001
0.002
0.002
0.004
0.001
0.002
0.003
0.003
0.006
0.003
0.008
0.002
0.007
0.002
0.005
0.02
0.003
0.007
0.004
0.026
0.001
0.006
0.009
0.046
0.017
0.001
0.032
0.042
0.003
0.038
0.024
0.015
0.036
0.005



OTU_140
OTU 2296
OTU 390
OTU 126
OTU 505
OTU 200
OTU 992
OTU 829
OTU 2243
OTU 1881
OTU_1995
OTU 2129
OTU 245
OTU_2020
OTU 2247
OTU 2376
OTU 2133
OTU 2287
OTU 236
OTU 2373
OTU 1746
OTU 2279
OTU_606
OTU 1276
OTU 1191
OTU 979
OTU 2164
OTU 406
OTU_2409
OTU 2157
OTU_1806
OTU 1577
OTU 815
OTU 2067
OTU 2149
OTU 1886
OTU_1930
OTU 2382
OTU 101
OTU_1810
OTU 681
OTU_79
OTU 207
OTU 2189
OTU 1359
OTU 1976
OTU 18
OTU 2091
OTU 117

Coastal SW
Coastal SW
Coastal SW
Coastal SW

Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.

Sediment
Sediment
Sediment
Sediment
Sediment
Sediment
Sediment
Sediment
Sediment
Sediment
Sediment
Sediment
Sediment
Sediment
Sediment
Sediment
Sediment
Sediment
Sediment
Sediment
Sediment
Sediment
Sediment
Sediment
Sediment
Sediment
Sediment
Sediment
Sediment
Sediment
Sediment

Netarts Stn. SW
Netarts Stn. SW
Netarts Stn. SW
Netarts Stn. SW
Netarts Stn. SW
Netarts Stn. SW
Netarts Stn. SW
Netarts Stn. SW
Netarts Stn. SW
Netarts Stn. SW
Netarts Stn. SW
Netarts Stn. SW
Netarts Stn. SW
Netarts Stn. SW

0.184
0.172
0.162
0.135
0.485
0.482
0.444
0.409
0.387
0.384
0.359
0.338
0.337
0.327
0.326
0.311
0.311
0.303
0.301
0.299
0.287
0.285
0.283
0.282
0.270
0.263
0.259
0.252
0.249
0.248
0.243
0.243
0.238
0.226
0.226
0.691
0.587
0.575
0.573
0.558
0.548
0.548
0.533
0.532
0.526
0.526
0.518
0.512
0.493

0.015
0.048
0.013
0.016
0.001
0.001
0.001
0.003
0.005
0.006
0.027
0.002
0.016
0.015
0.015
0.008
0.003
0.017
0.009
0.027
0.019
0.004
0.002
0.019
0.006
0.017
0.028
0.016
0.001
0.019
0.02
0.017
0.044
0.05
0.045
0.001
0.001
0.001
0.001
0.001
0.001
0.001
0.001
0.001
0.001
0.001
0.001
0.001
0.001



OTU 139
OTU 186
OTU 1913
OTU 545
OTU 75
OTU_2400
OTU 2049
OTU 133
OTU 142
OTU 1023
OTU 9
OTU 52
OTU 958
OTU 401
OTU 337
OTU 1038
OTU 17
OTU 2213
OTU 2214
OTU_1753
OTU_1008
OTU 379
OTU 329
OTU_1663
OTU 1346
OTU 1227
OTU 2299
OTU 21
OTU 2361
OTU 113
OTU 15
OTU 957
OTU 1529
OTU 120
OTU 1842
OTU 43
OTU_1140
OTU_2094
OTU 1958
OTU 2261
OTU 840
OTU 1573
OTU 1879
OTU 12
OTU 1829
OTU 25
OTU 178
OTU 55
OTU 2288

Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.
Netarts Stn.

SW
SW
SW
SW
SW
SW
SW
SW
SW
SW
SW
SW
SW
SW
SW
SW
SW
SW
SW

SW
SW
SW
SW
SW
SW
SW
SW
SW
SW
SW
SW
SW
SW
SW
SW
SW
SW
SW
SW
SW
SW
SW
SW
SW
SW
SW
SW
SW

0.459
0.458
0.450
0.446
0.443
0.440
0.438
0.436
0.422
0.415
0.410
0.410
0.410
0.409
0.407
0.407
0.403
0.401
0.400
0.397
0.394
0.393
0.385
0.385
0.382
0.376
0.367
0.366
0.354
0.346
0.346
0.346
0.342
0.331
0.328
0.327
0.327
0.324
0.322
0.313
0.313
0.310
0.305
0.299
0.298
0.294
0.291
0.284
0.281

0.001
0.001
0.001
0.001
0.001
0.001
0.001
0.001
0.001
0.001
0.001
0.001
0.001
0.003
0.001
0.001
0.001
0.002
0.003
0.001
0.002
0.001
0.001
0.002
0.001
0.014
0.002
0.033
0.02
0.002
0.004
0.004
0.007
0.002
0.001
0.001
0.002
0.006
0.004
0.007
0.017
0.005
0.016
0.006
0.017
0.005
0.003
0.015
0.017



OTU_1094
OTU 82
OTU 2087
OTU_50
OTU 47
OTU 2374
OTU 421
OTU 498
OTU 836
OTU 69
OTU_1454
OTU 1215
OTU 144
OTU_1260
OTU 2355
OTU 57
OTU_1340
OTU 1375
OTU 143
OTU 566
OTU 2075
OTU 1978
OTU 2047
OTU 2354
OTU 2
OTU 51
OTU_1485
OTU 2083
OTU_1670
OTU_1090
OTU 2342
OTU 2105
OTU 1379
OTU 2328
OTU 2348
OTU 2393
OTU 1838
OTU 617
OTU 2336
OTU_40
OTU 2396
OTU 2387
OTU 2252
OTU 1272
OTU 676
OTU 2179
OTU 27
OTU 1735
OTU 1947

Netarts Stn. SW
Netarts Stn. SW
Netarts Stn. SW
Netarts Stn. SW
Netarts Stn. SW
Netarts Stn. SW
Netarts Stn. SW
Netarts Stn. SW
Netarts Stn. SW
Netarts Stn. SW
Netarts Stn. SW
Netarts Stn. SW
Netarts Stn. SW
Netarts Stn. SW
Netarts Stn. SW
Netarts Stn. SW
Netarts Stn. SW
Netarts Stn. SW
Netarts Stn. SW
Netarts Stn. SW
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow

0.267
0.266
0.260
0.251
0.251
0.248
0.244
0.242
0.241
0.241
0.237
0.234
0.234
0.230
0.227
0.227
0.218
0.211
0.209
0.194
0.558
0.520
0.467
0.455
0.440
0.421
0.416
0.400
0.386
0.382
0.375
0.372
0.370
0.369
0.364
0.354
0.353
0.345
0.343
0.341
0.338
0.333
0.332
0.325
0.318
0.316
0.314
0.313
0.311

0.017
0.015
0.014
0.025
0.003
0.011
0.018
0.03
0.016
0.005
0.014
0.012
0.037
0.023
0.032
0.005
0.025
0.012
0.026
0.024
0.004
0.001
0.002
0.001
0.001
0.003
0.001
0.025
0.001
0.003
0.001
0.012
0.01
0.001
0.004
0.006
0.003
0.004
0.008
0.002
0.004
0.029
0.001
0.007
0.007
0.006
0.003
0.024
0.013



OTU 28
OTU 2143
OTU 2416
OTU 2208
OTU 1561
OTU 626
OTU 1871
OTU 2249
OTU 1671
OTU 42
OTU 2086
OTU 1398
OTU 2319
OTU 1727
OTU_60
OTU_1854
OTU 2339
OTU 2318
OTU 33
OTU 23
OTU 1512
OTU 1043
OTU 1621
OTU 891
OTU 162
OTU 68
OTU 2258
OTU_2340
OTU 30
OTU 1378
OTU 26
OTU 132
OTU 110
OTU 46
OTU 165
OTU 2233
OTU 2370
OTU 2326
OTU 744
OTU 277
OTU_1904
OTU 820
OTU 1373
OTU_1624
OTU 295
OTU 373
OTU 565
OTU_1907
OTU 783

Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Netarts WCSH inflow
Yaquina SW
Yaquina SW
Yaquina SW
Yaquina SW
Yaquina SW
Yaquina SW
Yaquina SW
Yaquina SW
Yaquina SW
Yaquina SW
Yaquina SW
Yaquina SW
Yaquina SW
Yaquina SW
Yaquina SW
Yaquina SW
Yaquina SW
Yaquina SW
Yaquina SW
Yaquina SW
Yaquina SW

0.308
0.305
0.303
0.298
0.286
0.285
0.281
0.281
0.276
0.275
0.275
0.271
0.262
0.261
0.257
0.248
0.243
0.238
0.232
0.232
0.228
0.203
0.200
0.198
0.197
0.184
0.140
0.135
0.557
0.524
0.475
0.474
0.428
0.428
0.422
0.406
0.400
0.383
0.378
0.377
0.357
0.347
0.346
0.337
0.318
0.317
0.315
0.311
0.310

0.026
0.01
0.008
0.006
0.037
0.013
0.027
0.003
0.007
0.011
0.018
0.008
0.014
0.006
0.005
0.011
0.024
0.03
0.018
0.026
0.007
0.036
0.045
0.032
0.023
0.038
0.026
0.045
0.001
0.001
0.003
0.001
0.001
0.002
0.001
0.002
0.006
0.001
0.001
0.001
0.007
0.001
0.002
0.002
0.001
0.002
0.005
0.014
0.007



68

69

OTU 88
OTU 1136
OTU 2215
OTU 24
OTU 1458
OTU 2237
OTU 2270
OTU 716
OTU 423
OTU 161
OTU_64
OTU 72
OTU 2335

Yaquina SW
Yaquina SW
Yaquina SW
Yaquina SW
Yaquina SW
Yaquina SW
Yaquina SW
Yaquina SW
Yaquina SW
Yaquina SW
Yaquina SW
Yaquina SW
Yaquina SW

0.297
0.295
0.295
0.289
0.257
0.242
0.233
0.209
0.206
0.189
0.186
0.175
0.154

0.003
0.018
0.005
0.045
0.022
0.049
0.018
0.046
0.045
0.015
0.046
0.033
0.038



70  Table S3: Average coefficient of variation (CV, 100% x standard deviation average™) for

71  concentrations of total Vibrio spp., V. coralliilyticus, and total heterotrophic bacterial observed at

72 different temporal and spatial scales in this study. Note that these CV were calculated from

73 concentrations (cells mL™'), whereas the regressions presented in Table 3 were performed using

74  log-transformed concentrations.

75
Coefficient of Variance
Vibrio s V. Heterotrophic
Location Scale clellsu:nllzg. coralliilyticus  bacteria cells
cells mL™! mL!
Netarts WCSH inflow  Biological replicates 55.8% 78.9% 7.8%
Netarts WCSH inflow Within-day 55.4% 75.6% 23.4%
Netarts WCSH inflow Among days 73.6% 176% 23.1%
Netarts tidal flat SW  Biological replicates 64.6% 76.9% 7.7%
Netarts tidal flat SW Among stations 147% 170% 29.2%
76
77



